Angelman Syndrome (AS) is a neurological disorder that affects about 1 in every 12,000-20,000 people [1]. Outcomes of AS include severe mental and motor impairments, such as ataxia. AS ataxia is caused by a disruption of neuronal UBE3A expression, and 10% of these cases involve an SNRPN mutation [2][3]. SNRPN overlaps the imprinting center (IC) of chromosome 15, which is known to control neuronal expression of UBE3A and is independent of expressional control through methylation [4]. It is suggested that SNRPN is involved in regulating imprinting, affecting UBE3A expression, but it is unknown how it may do so [5]. 

My primary goal is to determine the role of SNRPN in AS ataxia.
My hypothesis is that SNRPN is produces a non-coding transcript that interacts with the chromosome 15 imprinting center, regulating neuronal UBE3A expression independent of methylation, and deletions in this gene result in a non-functional transcript. 
My long-term goal is to determine what other genetic expressions may be affected by SNRPN deletions.
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